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	EDUCATION
	

	2011.07-2012.02
2008.09-2014.06
2002.09-2006.06

	University of South Carolina   Biological Sciences    Ph.D. Cooperative Project
Capital Normal University     Botany (plant molecular biology)           Ph.D.
Tianjin Normal University      Biology Science                     Bachelor

	RESEARCH EXPERIENCE
	

	2019.06-now 
2016.10-2019-05
2014.09-2016.10

	College of pharmacy, University of Utah                 Postdoctoral fellowship
Institute of Microbiology, CAS                     Assistant research professor
Institute of Microbiology, CAS                          Postdoctoral fellowship

	TECHNICAL EXPERIENCE 
	

	
	· Molecular Genetics: Quick-Change, Double-joint and Fusion PCR, Assembling large DNA segments in yeast (50kb)
· Transformation of Filamentous Fungi: for genetic manipulation 
· The Research Strategy on Fungal Metabolites Biosynthesis: including gene cluster prediction, genetic manipulation and product isolation
· Heterologous Expression (yeast and Aspergillus nidulans as host system)
· Protein Expression and Biochemical Technology (eukaryotic protein expression in yeast , western blot, etc.)
· Plant Cell Culture: Tobacco BY-2 cell; Rice suspension cell
· Plant Transgenic Technique: Genetic transformation of plants (Rice and Arabidopsis) using Agrobacterium-mediated transformation of wild-type Rice Callus, Tobacco leaf disc and Arabidopsis floral dip method
· Cell Transformed and Microscopy Technique: transformation of protoplast, yeast and bacteria; Confocal Microscopy; BiFC
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20. Song Tan, Rui Han, Peng Li, Guang Yang, Shuang Li, Peng Zhang, Wei-Bing Wang, Wei-Zhong Zhao, Li-Ping Yin: Over-expression of the MxIRT1 gene increases iron and zinc content in rice seeds. Transgenic Research 08/2014; 24(1).
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	FUNDING
	

	
	· [bookmark: OLE_LINK10]National Natural Science Foundation of China (Grant 31700070). Project name: The function of new regulatory factor RsdA in fungi secondary metabolism and development. 01/2018-12/2022. 
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